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<160> 7 
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<210> 
<211> 
<212> 



<220> 
<221> 
<222> 



1 

636 
DNA 



< 2 1 3 > Homo s ap i ens 



CDS 

(94) , . (597) 



<400> 1 

tacccctgcc ctgaaaaaac tggccagcgc tgcctaccca. gatccctcaa . agcagaagcc . 

aatggccaaa ggcctgccaa gaattcagaa cca gag gag gtc ate cca tec egg 

Glu Glu Val lie Pro Ser Arg 
1 5 ■ 



60 
114 



etg gat ate egt gtg ggg aaa ate ate -act gtg gag aag cae eea gat 
Leu Asp lie Arg Val Gly Lys lie lie Thr Val Glu Lys His Pro Asp 
10 .15 20 . 



162 



gca gac age etg tat gta gag aag att gac-gtg .ggg gaa get gaa cca 
Ala Asp Ser Leu Tyr Val Glu Lys lie Asp Val Gly Glu Ala Glu Pro 
25 . 30 35 



210 



egg act gtg gtg age gge etg gta eag ttc gtg ccc aag. gag gaa etg 
Arg Thr Val Val Ser Gly Leu Val Gin Phe Val Pro Lys Glu Glu Leu 
40 .45 50 ■ 55 



258 



eag gac agg etg gta gtg gtg etg tge aae etg aaa ccc eag aag atg 
Gin Asp Arg Leu Val Val Val Leu Cys Asn Leu Lys Pro Gin Lys Met 
60 65 70 



306 



aga gga gtc gag tee eaa gge atg ctt etg tgt get tet ata gaa ggg 
Arg Gly Val Glu Ser Gin Gly Met Leu Leu Cys Ala Ser lie Glu Gly 
75 80 85 



354 



ata aae cge eag gtt gaa ect etg gac cet eeg gea gge tet get ect 
lie Asn Arg Gin Val Glu Pro Leu Asp Pro Pro Ala Gly Ser Ala Pro 
•90 95 100 



402 



ggt gag cae gtg ttt gtg aag gge tat gaa aag gge eaa cca gat gag 
Gly Glu His Val Phe Val Lys Gly Tyr Glu Lys Gly Gin Pro Asp Glu 
105 110 115 



450 



1 



gag etc aag ccc aag aag aaa gtc ttc gag aag ttg cag get gae tte 498 
Glu Leu Lys Pro Lys Lys Lys Val Phe Glu Lys Leu Gin Ala Asp Phe 
120 125 130 135 

aaa att tet gag gag tge ate gea cag tgg aag caa ace aae tte atg 546 
Lys lie Ser Glu Glu Cys lie Ala Gin Trp Lys Gin Thr Asn Phe Met 
140 145 150 

ace aag ctg ggc tec att tec tgt aaa teg etg aaa ggg ggg aae att 594 
Thr Lys Leu Gly Ser lie Ser Cys Lys Ser Leu Lys Gly Gly Asn lie 
155 160 165 

age tagccagccc agcatettcc ccccttcttc. caeeaetga 636 
Ser 



<210> 2 

<211> 168 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Glu Glu Val He Pro Ser Arg Leu Asp He Arg Val Gly Lys He He 
15 10 15 



Thr Val Glu Lys His Pro Asp Ala Asp Ser Leu Tyr Val Glu Lys He 
20 25 30 



Asp Val Gly Glu Ala Glu Pro Arg Thr Val Val Ser Gly Leu Val Gin 
35 . 40 45 ■ 



Phe Val Pro Lys Glu Glu Leu Gin Asp Arg Leu Val Val Val Leu Cys 
50 55 . 60 



Asn Leu Lys Pro Gin Lys Met Arg Gly Val Glu Ser Gin Gly Met Leu 
65 70 75 80 



Leu Cys Ala Ser He Glu Gly He Asn Arg Gin Val Glu Pro Leu Asp 
85 90 95 



Pro Pro Ala Gly Ser Ala Pro Gly Glu His Val Phe Val Lys Gly Tyr 
100 105 110 



Glu Lys Gly Gin Pro Asp Glu Glu Leu Lys Pro Lys Lys Lys Val Phe 
115 120 125 



Glu Lys Leu Gin Ala Asp Phe Lys He Ser Glu Glu Cys lie Ala Gin 
130 135 140 



2 



Trp Lys Gin Thr Asn Phe Met Thr Lys Leu Gly Ser lie Ser Cys Lys 
145 150 155 160 



Ser Leu Lys Gly Gly Asn lie Ser 
165 



<210>' 3 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> Contains a BamHI restriction enzyme site. 



<210> 4 

<211> 28. 

.<212>" DNA 

<213> Artificial 

<220> 

<223> Contains complementary sequences to Hindlll. 

<400> 4 

gatcaagctt ctagataatg ttcccccc 28 



<210> 5 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> Contains a BamHI restriction enzyme site. 



<210> 6 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> Contains the cleavage site for the restriction endonuclease BamHI 



<400> 3 

gatcggatcc gaggaggtca tcccatcc 



28 



<400> 5 

gatcggatcc gaggaggtca tcccatcc 



28 



<400> 6 

gatcggatcc ctagataatg ttcccccc 



28 



<210> 
<211> 
<212> 
<213> 



7 

183 
PRT 

Homo sapiens 



3 



<400> 7 



Lys Gly Glu Lys Lys Glu Lys Lys Gin Gin Ser lie Ala Gly Ser Ala 
1 5 \ lO' 15 

Asp Ser Lys Pro lie \ Asp Val Ser Arg Leu Asp Leu Arg lie Gly Cys 
20 \ 25 30 

lie He Thr Ala Arg lVs His Pro Asp Ala Asp Ser Leu Tyr Val Glu 
35 \ 40 " 45 

Glu Val Asp Val Gly GlVi He Ala Pro Arg Thr Val Val Ser Gly Leu 
50 \ 55 60 

Val Asn His Val Pro Led Glu Gin Met Gin Asn Arg Met Val. He Leu 
65 70 \ 75 80 

Leu Cys Asn Leu Lys Pro \Ala Lys Met Arg Gly Val Leu Ser Gin Ala 
85 \ 90 95 

Met Val Met Cys Ala Ser 5er Pro Glu Lys He Glu He Leu Ala Pro 
100 \ 105 110 

Pro Asn Gly Ser Val Pro Gly Asp Arg He Thr Phe Asp Ala Phe Pro 
115 I 120 125 

Gly Glu Pro Asp Lys Glu L^u Asn Pro Lys Lys Lys He Trp Glu Gin 
130 135 140 

He Gin Pro Asp Leu His Tht Asn Asp Glu Cys Val Ala Thr Tyr Lys 
145 150 \ 155 160 

Gly Val Pro Phe Glu Val Lys\Gly Lys Gly Val Cys Arg Ala Gin Thr 
165' \ • 170 175 



Met Ser Asn Ser Gly He Lys 
180 



